ABSTRACT Limited information is available on the whole-genome sequences of Kurthia spp. Here, we report, for the first time, the draft genome sequence of Kurthia gibsonii designated as strain B83. The strain was isolated from spinach (Spinacia oleracea L.) leaf. The genome was sequenced on the Illumina NextSeq 500 platform.
stress tolerance genes. Further experimental work will be required to gain insight into the cold adaptation mechanism of this strain.
Data availability. This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession number QZNE00000000. The version described in this paper is the first version, QZNE01000000. Raw sequencing data have been submitted to the NCBI Sequence Read Archive database under the accession number PRJNA492835.
